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Prediction of Gene Pathway Based on Ant Colony Optimization
ZHANG Wei-Juan, ZHANG Hong-Mei, CHEN Feng .
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Abstract: With the rapid growth of gene sedhencing, people began to study gene pathway of specific biological
processes, but biological experiments restrictive make it slowly. In this paper, it proposed a gene pathway prediction
technical which based on ant colony optimization, used the corresponding gene in wnt signal pathway as data and its
internal relations set algorithm parameters to predict gene pathway. The results show that this program has a great

reference value, it can guide the path of research and increase the speed of research.
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